FHRIER
o RILFTIAMILADREHIED RN
%ﬁ@: LTI IILAD IR TEAREA

( J
® RNADAIILADRELHIBELELHEZDREHR
® RILFTIAINAREFIALI-FHERNADAILARY3—DBF

REBAFEEYFHRIFR

%EEH%E Tomonaga Lab

RNAD A JLR 538

HEIZDLNT

APAEETIE. IMIILREBEBEHMBOBESE
BEHSFLARNILTHLMIZL, VMILADKIR
HOIAIIREBEDHEREZRASNIZTSH
CEBEICHEEIT>TVWET . EEMET—V
X, (DRNADAILADHFTEHEI=Z—DIRRERED
HHEAEHEIDRILTIOAMILAD REEEDE
BA. (2) NERH B RRIEDBIRMELNHSHHER
IWFDOAILZADRIEEDEER. (3) NTEMERNA
DAILADMBENRREELLHEZDEMN.
(D)RILFIAILARGI—DRAFEELATT,

RILFTOAILAIE, MBEZTEERET D
RNADAJLRATY , cNFETIC *%/zaﬂﬁ;L*Eb
EfETORENEDRINTEY., BiREEL
BELEMNTREEINTULVET, EE'GIEI:ALE&FEISE
MREFRECTHERILTIOSMILAERDON-T
BY NEHLBERERLELLTORREMBBANE
B> TWET, — A0 5 /LD HIC
(X BEICEELE-RILFOALMILRIZHET S
BIRER(AEERILTIAILR) DEFEELTL
F9 . RIEERILFTIAILADFIFOHEEE
REBIET.VANREBEDHEEILDHDFE
BAZ1ToTWET, =512, FA=6DBHELI=A
THIIZHRILFTOAMILREEE T S Z HiiTE
HWTC. EGFAECEBEEE~DILHA%H
L= ERRNAY A L AR Z—DBAFEH I
HLHEANTULET,

ST

BREE
EAWISEEAEA17S
Tel : 075-751-4034

e-mail : tomonaga@infront.kyoto-u.ac.jp
URL : https://t.rnavirus.virus.kyoto-u.ac.jp/

H2. $445/ LIZTHFEETDRES
RILFIOAIRADREBEESE

H1. M THERLETS
RILF AL ADE BAE

B3. iPSHIREICBASINI=GFPEBRILFTIAILAR)2—

RIEDBHRMR

1.

10.

11.

12.

13.

Sakai M, et al., Genome-scale CRISPR-Cas9 screen identifies novel host
factors as potential therapeutic targets for SARS-CoV-2 infection. iScience
27(8):110475 (2024)

Minamiyama S, et al., Efficacy of oligodendrocyte precursor cells as
delivery vehicles for single-chain variable fragment to misfolded SOD1 in
ALS rat model. Mol Ther Methods Clin Dev. 4:28:312-329 (2023)

Kanda T, et al.,, Exogenous expression of both matrix protein and
glycoprotein facilitates the infectious viral particle production of Borna
disease virus 1. J Gen Virol. 103(7):001767. (2022)

Kawasaki J, et al., One hundred million years history of bornavirus
infections hidden in vertebrate genomes. Proc Natl Acad Sci USA.
118(20):€2026235118. (2021)

Kojima S, et al., Virus-like insertions with sequence signatures similar to
those of endogenous non-retroviral RNA viruses in the human genome.
Proc Natl Acad Sci USA. 118(5):e2010758118. (2021)

Yanai M, et al., ADAR2 is involved in self and nonself recognition of Borna
disease virus genomic RNA in the nucleus. J Virol. (2020)

Kojima S, et al. Splicing-Dependent Subcellular Targeting of Borna
Disease Virus Nucleoprotein Isoforms. J Virol. 93:e01621-18 (2019)
Parrish NF and Tomonaga K. A viral (Arc)hive for metazoan memory. Cell
172(1-2):8-10 (2018)

lkeda Y, et al. A novel intranuclear RNA vector system for long-term stem
cell modification. Gene Ther 23:256-262 (2016)

Sofuku K, et al. Transcription profiling demonstrates epigenetic control of
non-retroviral RNA virus-derived elements in the human genome. Cell Rep.
12:1548-1554 (2015)

Fujino K, et al. Inhibition of Borna disease virus replication by an
endogenous bornavirus-like element in the ground squirrel genome. Proc
Natl Acad Sci USA. 111:13175-13180 (2014).

Matsumoto Y, et al. Bornavirus closely associates and segregates with
host chromosomes to ensure persistent intranuclear infection. Cell Host
Microbe 11:492-503 (2012)

Horie M, et al. Endogenous non-retroviral RNA virus elements in
mammalian genomes. Nature 463:84-87 (2010)



