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[1] Vandenbon A.* and Diez D. A clustering-independent method for finding differentially expressed
genes in single-cell transcriptome data, Nat. Commun., 11 (1), 4318, 2020.

See also github.com/alexisvdb/singleCellHaystack

[2] Vandenbon A.*T, Kumagai Y.t, et al., Waves of chromatin modifications in mouse dendritic cells
in response to LPS stimulation, Genome Biol., 19:138, 2018.

[3] Vandenbon A.*, Dinh V.H., et al., Inmuno-Navigator, a batch-corrected co-expression database,
reveals cell type-specific gene networks in the immune system, PNAS, 113(17):E2393-402, 2016.
See also genomics.virus.kyoto-u.ac.jp/immuno-navigator/
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Kobayashi K., Maeda K., Tokuoka M., Mochizuki A. and Satou Y. (2021) Using linkage logic theory to control
dynamics of a gene regulatory network of a chordate embryo. Ser. Rep. 11, 4001.

Tokuoka M., Maeda K., Kobayashi K., Mochizuki A. and Satou Y. (2021) The gene regulatory system for specifying
germ layers in an early chordate embryo. Sci. Adv. 7, eabf8210.
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1. Behan FM. et al. Prioritisation of cancer therapeutic targets using CRISPR-Cas9 screening.
Nature 568:511 (2019)

2. Tzelepis K. et al. SRPK1 is a therapeutic vulnerability in acute myeloid leukemia through its effects on
alternative isoforms of epigenetic regulators including BRDA4.
Nature Communications 9:5378 (2018)

3. Li M. et al. Genome-wide CRISPR-KO screen uncovers mTORC1-mediated GSK3 regulation in naive
pluripotency maintenance and Dissolution.
Cell Reports 24:489 (2018)

4. Tzelepis K. et al. A CRISPR Dropout Screen Identifies Genetic Vulnerabilities and Therapeutic Targets in Acute
Myeloid Leukemia.
Cell Reports 17:1993 (2016)

5. Koike-Yusa H. et al. Genome-wide recessive genetic screening in mammalian cells with a lentiviral CRISPR-
guide RNA library.
Nature Biotechnology 32:267 (2014)
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1: Yamada, M., Nagasaki, C.S., Suzuki, Y., Hirano, Y. and Xlmayoshi, L. (2020) Optimization of
light-inducible Gal4/UAS gene expression system in mammalian cells. iScience, 23, 101506.

2: Mmayoshi, L., Tabuchi, S., Matsumoto, M., Kitano, S., Miyachi, H., *Kageyama, R. and
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Rep., 10(1):3191.

3: Sueda, R., 2Imayoshi, |. (co-first author), Harima, Y., and *Kageyama, R. (2019) High Hes1
expression and resultant Ascl1 suppression regulate quiescent versus active neural stem cells
in the adult mouse brain. Genes Dev, 33, 511-523.

4: Yamada, M., Suzuki, Y., Nagasaki, S., Okuno, H. and_*lmayoshi, . (2018) Light-inducible
Tet-gene expression system in mammalian cells. Cell Reports, 25, 487-500.

5: Li, W.L., Chu, M.W., Wu, A., Suzuki, Y., !lmayoshi,l. and *Komiyama, T. (2018) Adult-born
neurons facilitate olfactory bulb pattern separation during task engagement. eLife 7, e33006.
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6. Sakamoto, M., leki, N., Miyoshi, G., Mochimaru, D., Miyachi, H., Imura, T., Yamaguchi, M
Fishell, G., Mori, K., Kageyama, R. and *Ilmayoshi, l. (2014) Continuous postnatal
neurogenesis contributes to formation of the olfactory bulb neural circuits and flexible olfactory
associative learning. The Journal of Neuroscience, 34: 5788-5799.

7. *lmayoshi, |. and Kageyama, R.* (2014) bHLH Factors in Self-Renewal, Multipotency, and
Fate Choice of Neural Progenitor Cells. Neuron, 82: 9-23.

8. *lmayoshi, I, Isomura, A. (equal contribution), Harima, Y., Kawaguchi, K., Kori, H., Miyachi,
H., Fujiwara, T.K., Ishidate, F. and *Kageyama, R. (2013) Oscillatory control of determination
factors for multipotency versus fate choice in mouse neural progenitors. Science (Research
Article) 342:1203-1208.

9. Imayoshi, l., Sakamoto, M., Yamaguchi, M., Mori, K. and *Kageyama, R. (2010) Essential
roles of Notch signaling in maintenance of neural stem cells in the developing and adult brains.
The Journal of Neuroscience, 30: 3489-3498.

10. Imayoshi, l., Sakamoto, M., Ohtsuka, T., Takao, K., Miyakawa, T., Yamaguchi, M., Mori, K.,
lkeda, T., Itohara, S. and *Kageyama, R. (2008) Roles of continuous neurogenesis in the
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